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HERERE ¢ 100% .

CNBr ] 7Kkfi# polypeptides {Aff5AFEERTR AL carboxyl-Hifi 7 (A)Lys  (B)Trp  (C)Glu  (D)Met
Bl protein HASHETSE A RINOHERS - L8 7 (A)H-bond  (B)hydrophobic interaction (C)electrostatic
bond (D)disulfide bond
@1 polypeptide Hio-helix f5HHEIERE 7 (A)Ala (B)Thr (C)Pro (D)Glu
AT 2 RS R [ 2 (A)transport (B)structure role (C)regulatory role (D)hormone role
FHITRECE AT (chromatography) & B FEATFHAIIE A HH 2374 2 (A)hydroxyapatite (B)ion exchange
(C)gel filtration  (D)affinity chromatography
FHIAHE enzyme FEIEFATISTIE » BIGY enzyme HT{LIERE > WIEELEE enzyme LEEHELIEBIRTLZ M 7 (A)r
FE M (molecular activity) (B)ELI 14 (specific activity) (C)fEi### (turnover number) (D)F5 FY (international unit)
AR IRIE ] » YRR IERE? (AP BRI E R, Vmax FEE » Km B4 B)@EFRUNHIEA; Vmax
Km 4 B (COFFEH0RIERT; Vmax Fe - Km 8% (D)HSFEHMHIIE; Vmax 5% » Km T
e (Michaclis constant):Z Gt » T4 TERE 7 (AVRI enzyme 435t (B) enzyme M2 FiRG S REHENVHINE(H
(C)enzyme P EIEREAE ML (D) enzyme HiAEPEHY—FEHIE(E
FHF—FEE A 8 protein N-iii i(A)Edman 347 (B)hydrazine (C)carboxypeptidase (D)performic acid
Protein %} UV 280 nm AW » FELE R Sl LEL 7 (A)Trp (B)Thr (C)Arg (D)lle
EL4 Lys 1) pKal=2.18, pKa2=8.95, pKa3=10.53, &R pI{H ? (A)5.56 (B)9.74 (C)6.35 (D)7.0
AT R pI=8.65, HUTE pH=T IHVAE » RILIEEE /MR RS T 7 (AT ERE (B L et (O EE)
(D)FEIE - EREE ST AIRE
SRS T TR (A)Pro (B)Cys (C)Lys (D)Leu
3% turn-over number S i A S MR BR L ¢ (A) Vmax=keat[Et] (B) Vmax =keat/[Et] (C) Vmax=keat x
Km (D) Vmax =kcat/Km
LTSS - v=01 Vmax :  (A)[S]=9Km (B)[S]=10Km (C)[S]=1/9Km (D)[S]=0.1 Km
BEEAE ST ETT » TR IERE ? (AVKENEE BR@es OFUURINER OYfuP sy
£ a WA o —helix i1 &5 n {EFEHE residue MHGEHLES n+4 [EIEHAY(IFEILET A @8k ? (A)-CH3  (B)-OH

(ON-H (D)C=0
TR ZAREHE B -turn T REIRIIZEERGE © (A) Gly (B) Lys (C) Asp (D)Asn
THI45 hemoglobin F (HbF ) HUFGIAT T 2 (A)HbF BE&5) B/ HbA 5 (B)HDF B0 TR &
VAIFER (cooperativity) (C)HBF % 2,3-BPG [#HAJ# HbA 5l (D)HbF & 4 {5 v -chain globin il
“F41{A[fiE hormone £ tryptophan {744 ?  (A)epinephrine (B)serotonin (C) v -amincbutyrate (GABA) (D)insulin
AR HbA B TAHE JIFHE (A)pH i EF BHHETIREE T (C)CO2 I T
(D)2,3-BPG j=ff LT
BEfRLER (glycolysis) FURIFERTR » THIM—MERERMEMMEIER AT ? (A)SHIMAT (hexokinase) (B)E:
HElH (Aldolase) (C)BMEEHNHIE AT (phosphoglycerate kinase)  (D)GEEHY (enolase )
BTN R A > (rYREREE (mitochondria ) IF—HE 7 (AR L (BY/ME L (C)matrix Ht (D)AFHER
i
RIS EL DNA repair [9HE JJflbE51H? (A)xeroderma pigmentosum  (B) familial hypercholesterolemia  (C)
premature aging (D) severe combined immunodeficiency
tRNA FE D MR 2 E  (A) 3’terminal  (B) 5’terminal (C) D loop (D) TWC loop
52 o -amanitin) B3 HIHIER (AEFAEAR (B)mRNA G (C)DNA Gl (DIAFE IS
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R S AR BRI F L2 (AR 1L 5541 (B)peptidy! transferase (C)FRLIAYT- (D)RANITREZ I3

Fi RNA 40T "caps™ (57 (A (RNA FELEF S (B)HHELRA (RNA Z 38t (C)H poly A ik (D)L Bl
mRNA 25k
DNA 55 Ik RTE 2 /N7 55 (A)operon (B)cistron (C)promoter (D)replicon (Ejrepressor gene
(AIARZe3 [ TTRERE? (A)LL adenine {545 cytosine (B)LL methyleytosine {7 cytosine () = {HkZErRE (DYFA—
(RS
Rho K T-Z IHHEES: (AMEHE RNA Z AR (B)HlRk RNA JRESHELAEHA TG (C)fﬂ’d}ﬂ:”f 'Eﬁ' 44 (D)
gk MER L
AR R0 primer ? (A)restriction enzyme (B)terminal transferase (C) DNA polymerase (D) DNA ligase
LB A 5 () DNA SEERSHIY mRNA 2 BEFRES © (A)EE#(translation) (B )idig4(transcription) (C){8iE])
(blotting) (D)iii{k,(conversion)
1 DNA 6755820 » €50 okazaki fragment (}7BY) » SEEEFBLE © (A)BFA GRS IK (leading strand)iti7r (B)
7E 5l RNA ff) DNA FrB (C)E 3'fi2 RNA £y DNA frBe (D)-?i{fﬂ&!}ﬁ DNA 15 B
FHHAFAEAB(1— HRELEE ? (A) cellulose (B)chitin (C)glycogen (D) T3
sucrose 2-(A)—7#li monosarccharide (B) A T Al (C)frucocan (D)E}FE_U,E?,’}
T 15 heteropolysaccarides? (A) glycogen (B) SBHHEM: (C) A& T'H (D) amylose

FHARERHE R  REED: glucose 7 (A) lactose (B)chitin (C) sucrose (D) starch
RHF AR AR 5 epimer? (A) D-glucose Bil D-galactose  (B) D-glucose £il L-glucose (C) D-glucose Hil
D-fructose  (D)LA B85
T BRI I A AR A BE 1A (A) amylose  (B) glycogen (C) chitin - (D) sucrose
Sphingomyelin £&H7k % » FHIAZEIHAEY ? (A)sphingosine (B)fatty acid  (C) glycerol (D) choline
T — TR TR A S (Steroids) N A)IEERE (B)HEAE D (C)EH (D)EHE
A RTE L AR » BEERIERT (glycolysis) & iR EEMIES FHI{A# ? (A)glyceraldehyde 3-phosphate
(B)3-phosphoglycerate (C)lactate (D)pyruvate
R R o R (AT R LR TTRE AR AL ? (A)ESENEEE (threonine) (B)R AN

(asparagine ) (C)EkfE% ( glutamate) (D)FMEHE (serine)
TETFRRE » BT R S — (R SOME » Sy R IR 2 (A)EEH (transaminase ) (B)ESHH:

( transketolase ) (C)EFEEN ( transaldolase) (D)& [ (protease)
glycolysis 1 FHII5—B% 2tk substrate-level phosphorylation SZfi: (A)3- phosphoglycerate kinase (B) Hexokinase(C)
phosphofructokinase (D) glucokinase
Coenzyme A 43T~ &7 [l ffiEAE 222(A)nicotinic acid (B)pantothenic acid (C)pyridoxine (D)biotion

TR ER A IS T: (AYTCA J5(B)glycolysis(C)FE T-USERI(D)glycogenolysis
Tnsulin FTEEERIE (L REZ {3 Glycogen synthase HIIGPE 7 (A)protein phosphatase (B)cAMP-dependent protein kinase
(C)phosphorylase kinase (D)adenylate cyclase

%3k Gluconeogenesis «~ 1 EE#k 7 (A)alanine (B)lactate (C)glycerol (D)alcohol
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