%
98 F # A I M ILITEMRMLAEREEF FF P

.
2R

¢%

_}_‘4 %fu /{%

-l v

AR R ERME L A AT AT A A T F R Y FF o LR R, 5 T ER%, - Haw

- S FEHTA R LR (5L 4 4) (40%)
Microorganism

Biotechnolgy

Restriction enzymes

Polymerase chain reaction

Flow cytometer

DNA chip

cDNA

Pasteurization

© © N o 00 bk~ w M PE

Sterilization

10. Plate count method

SR R F R AR A F R AR FETA L EL DR - (12%)

SR B S EER A B SR A R - (129)

fur

o RE L AS RS AL i R L8 - (12%)

14

VIR GIEE AAEd R k5 o (12%)

ACGAUBENA BT A ERF AN AR LR 2 o (12%)



9 8

~ F
FERA AL ERL AR L T &4 8

‘/‘jy__g
/g-’;) }%’fu:“

AR EF A REE ARV ATHEGE GRERPVEA L TR T o YRR TRA, 2 TERE ) - HEw o

- R AEGO%)
Tikd 1E'E§J§J‘J FEE 2 (R SRR £ 0 TR+ W AR B O - G o e £
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chromatography, mRNA (C) ion exchanger, rRNA (D) ion
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(A) embryonic stem cell (B) sphaeroplast (C) oncogene
(D) western blotting (E) transposon (F) ELISA
(G) inclusion body (H) protoplast (H GMO

(J) specific activity (K) flow cytometry | (L) PCR

(M) DNA footprinting (N) S1 mapping (O) BLAST
(P) chromosome walking | (Q) microinjection (R) STR

(S) phage display (T) totipotency
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